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INTRODUCTION RESULTS

• Goat production plays an important role in eradicating poverty and promoting food security.

• In South Africa, rural areas are dominated by the Indigenous Veld Goat (IVG) breeds and their

uncharacterised crosses.

• These breeds are adaptable to low input production sector and prevailing environmental

conditions.

• Therefore, making the more valuable genetic resources to smallholder farmers.

AIM

• The study aims to identify the differentiation SNPs and genomic regions of the South Africa Indigenous 

Veld goat (IGV) breeds. 

STUDY METHODS

DNA extraction and Genotyping

DISCUSSION AND CONCLUSION

Data analysis

Sampling

Figure 1: Indigenous Veld goats used for sampling

Figure 2: DNA extraction and genotyping protocols

Figure 3: Data analysis procedures
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Figures 4: A: PCA ,B:  Admixture , C:  Manhattan plot,  D: Q-Q plot for the distribution of the p-values 
for the Indigenous Veld Goats

Table 1: Single Nucleotide polymorphism for the estimated chromosomes and genes using Fst.

Table 2: Outliers SNPs using principal components.

• The ability to withstand and survive harsh conditions is the genetic diversity of the Indigenous goats 

and they enhance conservation.

• This study provided the genetic diversity  and population structure of the Indigenous Veld goats using 

the differentiating SNPs.

• This study has added to the emphases of the natural genetic diversity and adaptability of the 

Indigenous goats.

• The study animals showed a promising gene flow and shared genome ancestry amongst each other, 

however, further research is required using a larger population size.
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