[bookmark: _GoBack][image: ]
image1.emf
Name of oligo Sequence (5'-3' orientation) Scale of synthesis  Purification 5'-Modifcation 3'-Modifcation Number of bases

IUPAC Nucleotide codes ONLY, no characters

Automatically 

calculated

27F AGAGTTTGATCCTGGCTCAG 100nm STD NONE NONE 20

1492R CGGCTACCTTGTTACGACTT 100nm STD NONE NONE 20

515F-Y TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGTGYCAGCMGCCGCGGTAA 100nm STD NONE NONE 52

926R GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCGYCAATTYMTTTRAGTTT 100nm STD NONE NONE 54

IAAH F GAGTTCCCGGAGAACGTCCGCGCC 100nm STD NONE NONE 24

IAAH R CGCTGCATGTAGACCAAGAGCTT 100nm STD NONE NONE 23

IAAM F ATGACGTCCACCGTGCCCAACGCG 100nm STD NONE NONE 24

IAAM R CTAGTCCTCGGGGAGTTCCACGGG 100nm STD NONE NONE 24

NIFH F CGTTTTACGGCAAGGGCGGTATCGGCA 100nm STD NONE NONE 27

NIFH R TCCTCCAGCTCCTCCATGGTGATCGG 100nm STD NONE NONE 26

PHOC F CGGCTCCTATCCGTCCGG 100nm STD NONE NONE 18

PHOC R CAACATCGCTTTGCCAGTG 100nm STD NONE NONE 19

PHOD F CAGTGGGACGACCACGAGGT 100nm STD NONE NONE 20

PHOD R GAGGCCGATCGGCATGTCG 100nm STD NONE NONE 19
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